. Hemin concentration optimization.
Different concentrations of hemin were tested in Shimen DNA (A) and HCLV DNA detection (B). Absorbance (OD) was measured at 414 nm and normalized to the value of negative control (Ct). The inset is the corresponding photograph of the color change. The data represent the mean ± S.D. of three independent experiments. Different A probes were tested for Shimen DNA (A) and HCLV DNA detection (B). Absorbance (OD) was measured at 414 nm and normalized to the value of negative control (Ct). Ct: negative control with no template added to the detection system. The inset is the corresponding photograph of the color change. The data represent the mean ± S.D. of three independent experiments. Figure S5 . Sensitivity comparation between RT-PCR and NASBA in this study 2 μg of total RNA extracted from CSFV-infected cells were serial diluted and subjected to either RT-PCR (A) or NASBA (B) to test the detect limit of these two method in this study. Figure S6 . Sequence alignment between CSFV wide-type strains and HCLV.
The alignment of the probe-detecting sequences of HCLV and 9 wild-type strains of CSFV in China (A), or of HCLV, Shimen and 9 wild-type strains of CSFV circulating outside China.
